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Anti-C5aR MAb variable light chain DNA sequences 



10 20 30 40 50 

7F3 Vk GATGTTGTGATGACCCAATCTCCACTCTCCCTGCCTGTCAGTCTTGGAAA 
6cl2 Vk GATGTTGTGATGACCCAAATTCCACTCTCCCTGCCTGTCAGTCTTGGAGA 
12d4 Vk GATGTTGTGATGACCCAT^CTCCACTCTCCCTGCCTGTCAGTCTTGGAGA 
****************** **************************** * 

60 70 80 90 100 

7F3 Vk TCAAGCCTCCATCTCTTGCAGATCTAGTCAGAGCCTTGTACACAGTAATG 
6cl2 Vk TCTSJ^CCTCCATCTCTTGCAGATCTAGTCAGAGCCTTAT^ 
12d4 Vk TGAAGCCTCCATCTCTTGTAGATCTAGTCAGAGCCTTGTACACAGTAGTG 
**** ************* ****************** ********* ** 

110 120 130 140 150 

7F3 Vk GATIACACCTATTTACATTGGTACCTGCAGAAGCCAGGCCAGTCTCCAAAG 
6cl2 Vk GAAACACCTATTTACATTGGTACCTGCAGAAGCCAGGCCAGTCTCCAAAG 
12d4 Vk GAAACACCTATTTACATTGGTACCTGCAGAAGCCAGGCCAGTCTCCAAAG 
************************************************** 

160 170 180 190 200 

7F3 Vk CTCCTGATCTACAAAGTTTCCAACCGATTTTCTGGGGTCCCAGACAGGTT 
6cl2 Vk CTCCTGATCTACAAAGTTTCCAACCGATTTTCTGGGGTCCCAGACAGGTT 
12d4 Vk CTCCTGATCTACAAAGTCTCCAACCGATTTTCTGGGGTCCCAGACAGGTT 
****.********* ******************************** 

210 220 230 240 250 

7F3 Vk CAGTGGCAGTGGATCAGGGACAGATTTCTCACTCAAGATCAGCAGAGTGG 
6cl2 Vk CAGTGGCAGTGGATCAGGGACAGATTTCACACTCAAGATCAGCAGAGTGG 
12d4 Vk CAGTGGCAGTGGATCAGGGACACATTTCACACTCAAGATCAGCAGAGTGG 
*^f^******************* ***** ********************* 

260 270 280 290 300 

7F3 Vk AGGCTGAGGATCTGGGAGTTTATTTCTGCTCTCATJlAGTACACTTGTTCCG 
6cl2 Vk AGGCTGAGGATATGGGAGTTTATTTCTGCTCTCAAAGTACACATGTTCCT 
12d4 Vk AGGCTGAGGATCTGGGAATTTATTTCTGCTCTCAAAGTACACTTGTTCCT 
*********** ***** ************************ ****** 

310 320 330 

7F3 Vk CTCACGTTCGGTGCTGGGACCAAGCTGGAACTGAAA 
6cl2 Vk CCGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAA 
12d4 Vk CCGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAA 
* ********** ** ************ * *** 
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Anti-C5aR MAb variable heavy chain DNA sequences 



10 20 30 40 50 

7F3 Vh CAGGTTCAGCTGCAGCAGTCTGGACCTGAGCTGGTGAAGCCTGGGGCCTC 
6cl2 Vh CAGGTTGAGCTGCAGCAGTCTGGACCTGAGGTGGTGAAGCCTGGGGCCTC 
12d4 Vh CAGGTGCAGCTGAAGGAGTCAGGACCTGGCCTGGTGGCGCCCTCACAGAG 
***** ****** ** **** ******* ***** *** 

60 70 80 90 100 

7F3 Vh AGTGAAGATTTCCTGCAAGGCTTCTGGCTACGCATTCAGTAACTCCTGGA 
6cl2 Vh AGTGAAGATTTCCTGCAAGGCTTCTGGCTACGCATTCAGTAGGTCCTGGA 
12d4 Vh CCTGTCO^TCAG^TGCACTGTCTCTGGGTTCTCATTAACCAGCTATGGTG 
** ** * **** * ***** * * **** * * * * 

110 120 130 140 150 

7F3 Vh TGAACTGGGTGAAGCAGAGGCCTGGAAAGGGTCTTGAGTGGATTGGACGG 
6cl2 Vh TGAACTGGGTGAAGCAGAGGCCTGGAAAGGGTCTTGAGTGGATTGGACGG 
12d4 Vh TAGACTGGGTTCGCCAGTCTCCAGGAAAGGGTCTGGAGTGGCTGGGAGTA 
* ******* *** ** *********** ****** * *** 

160 170 180 190 200 

7F3 Vh ATTTATCCTGGAGATGGAGATACTAAGTACAATGGGAAGTTCAAGGGCAA 
6cl2 Vh ATTGATGCTGGAGATGGAGATACTAAATACAATGGGAAGTTCAAGGGCAA 

12d4 Vh ATATG GGGTGTTGGAAGCACAAATTATAATTCAGCTCTCAAATCCAG 

** ** * **** ** ** ** *** **** *★ 

210 220 230 240 250 

7F3 Vh GGCCACACTGACTGCAGACAAATCCTCCAGCACAGCCTACATGCAACTCA 
6cl2 Vh GGCCACACTGACTGCAGACAAATCCTCCAGCACAGCCTACATGCAACTCA 
12d4 Vh ACTGAGCATCAGCAAGGACAACTCCAAGAGCCAAGTTTTCTTAAAAATGA 
* * * ***** *** *** ** * * * ** * * 

260 270 280 290 300 

7F3 Vh GCAGCCTGACATCTGAGGACTCTGCGGTCTATTTCTGTGCAAGATTCCTA 
6cl2 Vh GCAGCCTGACATCTGAGGACTCTGCGGTCTACTTCTGTGCAAGCCTTCTC 
12d4 Vh ACAGTCTGCAAACTGATGACGCAGCCATGTACTACTGTGCCAGCCACT — 
*** *** * **** *** * ** * ** * ****** ** 

310 320 330 340 350 

7F3 Vh CTTATTAGTACGGTAACAGCCGTTGACTACTGGGGCCAAGGCACCACTCT 
6cl2 Vh ATTACTACGGTAGTGGGAGCTATGGACTACTGGGGTCAAGGAACCTCAGT 
1 2d4 Vh ATGGTTACGACGGTCTGGGGT-TTGCTTACTGGGGCCAAGGGACTCTGGT 
* ** ** * * * ******** ***** ** * 

360 

7F3 Vh CACAGTCTCCTCA 
6cl2 Vh CACCGTCTCCTCA 
12d4 Vh CACTGTCTCTGTA 
*** ***** * 
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Anti-CSaR MAb variable light cliain protein sequences 



7F3 Vk 
6cl2 Vk 
12d4 Vk 



7F3 Vk 
6cl2 Vk 
12d4 Vk 



7F3 Vk 
6cl2 Vk 
12d4 Vk 



FRl 

10 20 

DWMTQSPLSLPVSLGNQASISC 

DWMTQI PLSLPVSLGDQTS I SC 

DWMTQTPLSLPVSLGDQASISC 
****** ********* * **** 



CDRl 

30 

RSSQSLVHSNGNTYLH 

RSSQSLIHSNGNTYLH 

RSSQSLVHSSGNTYLH 
****** ** ****** 



LLIY 
LLIY 
LLIY 
**** 



CDR2 

60 
KVSNRFS 
KVSNRFS 
KVSNRFS 
******* 



FR2 

^0 50 

WYLQKPGQSPK 
WYLQKPGQSPK 
WYLQKPGQSPK 



*********** 



FR3 

70 80 90 

GVPDRFS GS GS GTDFS LKI S RVEAEDLGVYFC 

GVPDRFSGSGSGTDFTLKI SRVEAEDMGVYFC 

GVPDRFSGSGSGTHFTLKISRVEAEDLGIYFC 
************* * ********** -k *** 



CDR3 

100 
SQSTLVP 
SQSTHVP 
SQSTLVP 
**** ** 



LT 

PT 

PT 
* 



FR4 

110 

FGAGTKLELK 

FGGGTKLEIK 

FGGGTKLEIK 
** ***** * 
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Anti-C5aR MAb variable heavy chain protein sequences 



FRl 

10 20 30 

7F3 Vh QVQLQQSGPELVKPGASVKISCKASGYAFS 
6cl2 Vh QVQLQQSGPEWKPGASVKISCKASGYAFS 
12d4 Vh QVQLKESGPGLVT^SQSLSITCTVSGFSLT 



7F3 Vh 
6cl2 Vh 
12d4 Vh 



-k * 



k k 



CDR2 

60 

lYPGDGDTKYNGKFKG 

IDAGDGDTKYNGKFKG 

IW-GVGSTNYNSALKS 
k -k k k kk k 



CDRl 

NSWMN 
RSWMN 
SYGVD 



FR2 

40 So 
WVKQRPGKGLEWIG R 
WVKQRPGKGLEWIG R 
WVRQSPGKGLEWLG V 

k* k -kkk-kk-kk k 



FR3 

70 80 90 

KATLTADKS S STAYMQLS SLTSEDSAVYFCAR 
KATIiTADKSSSTAYMQLSSLTSEDSAVYFCAS 
RLSISKDNSKSQVFLKMNSLQTDDAAMYYCAS 



* * * 



* * * **• 



00 
FL 
LL 
HY 



CDR3 

110 

7F3 Vh LISTVTAVDY 
6cl2 Vh ITTWGAMDY 
12d4 Vh GYDGLG-FAY 



FR4 

120 
WGQGTTLTVSS 
WGQGTSVTVSS 
WGQGTLVTVSV 

•kk-kkk kkk 



Figure 14 



This Page is Inserted by IFW Indexing and Scanning 
Operations and is not part of the Official Record 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of the original 
documents submitted by the applicant. 

Defects in the images include but are not limited to the items checked: 

□ BLACK BORDERS 

□ IMAGE CUT OFF AT TOP, BOTTOM OR SffiES 

□ FADED TEXT OR DRAWING 

Ql BLURRED OR ILLEGIBLE TEXT OR DRAWING 

□ SKEWED/SLANTED IMAGES 

□ COLOR OR BLACK AND WHITE PHOTOGRAPHS 

□ GRAY SCALE DOCUMENTS 

^ LINES OR MARKS ON ORIGINAL DOCUMENT 

□ REFERENCE(S) OR EXHIBIT(S) SUBMITTED ARE POOR QUALITY 

□ OTHER: 

IMAGES ARE BEST AVAILABLE COPY. 
As rescanning these documents will not correct the image 
problems checked, please do not report these problems to 
the IFW Image Problem Mailbox. 



